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AMENDMENTS TO THE CLAIMS 

This listing of claims will replace all prior versions, and listings, of the claims in the application: 

Listing of Claims: 

1. (currently amended) A method for amplifying expressed genetic sequences from genomic 
DNA (gPNA) [[gDNA]] selected from a higher-order eukaryotic species, for printing on DNA 
microarrays, wherein the method comprises: 

identifying a V untranslated region (3'UTR) cither l)a 3'UTR of a gDNA sequence based on the 
presence of a stop codon and a polyadenylation signal in the gDNA sequence corresponding to an 
expressed mRNA sequence, or 2) on cxon of a gene defined by computer software ; 

selecting a predetermined gDNA sequence within the 3'UTR or cxon ; 

designing a probe for said predetermined gDNA sequence; 

performing a first polymerase chain reaction (PCR) for the 3'UTR or cxon on gDNA to generate 
PCR-product; 

separating the resultant PCR-product by a size-differentiation process selected from the group 
consisting of electrophoresis and chromatography; 

selecting a predetermined band from the size-differentiated samples; [[and]] 

performing a second polymerase chain reaction to amplify a PCR product in the predetermined 
band predete r mined sequence : and 

depositing a sequence amplified bv said second polymerase chain reaction to a substrate of an 

array . 

2. (currently amended) The method according to claim 1, wherein a plurality of said final 
amplified sequences are deposited on a substrate in an array. 

3. (currently amended) The method according to claim 1, wherein said amplified sequence is 
final amplified sequences arc the sequence of one exon and contains no polyadenosine. 

4. (currently amended) The method according to claim 1, wherein said predetermined gDNA 
sequence within the 3'UTR or cxon is selected by use of computer software. 



Page 2 of 8 



Docket No, SPOl-290 (015275-060008) 

Patent 

5. (currently amended) The method according to claim 1, wherein said selected predetermined 
gDNA sequence within the 3'UTR or cxon has a length of at least about 75 nucleotides. 

6. (original) The method according to claim 5, wherein said selected predetermined gDNA 
sequence has a length of about 200 to about 600 bases. 

7. (original) The method according to claim 6, wherein said selected predetermined gDNA 
sequence has a length of about 250 to about 450 bases. 

8. (original) The method according to claim 1, wherein said selected predetermined gDNA 
sequence has an overall homology of less than or equal to about 70% to any other genomic sequence in 
the same genome. 

9. (original) The method according to claim 8, wherein said selected predetermined gDNA 
sequence has an overall homology of less than or equal to about 40% to any other genomic sequence in 
the same genome. 

10. (original) The method according to claim 8, wherein said selected predetermined gDNA 
sequence has an overall homology of from about 20% to 30% to any other genomic sequence in the same 
genome. 

1 1 . (currently amended) The method according to claim 1 , wherein aaid method can generate 
PGR products that contain said amplified sequence contains over 90 percent correct predetermined 
sequence. 

12. (currently amended) The method according to claim 1, wherein said array has [[is]] a 
rectilinear format. 

13-26. (canceled) 

27. (currently amended) The method according to clarni 1, wherein said predetermined gDNA 
sequence within the 3'UTR or cxon has a length of up to about 2000 nucleotides. 
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28. (new) A method for amplifying expressed genetic sequences from genomic DNA (gDNA) 
selected from a higher-order eukaryotic species, for printing on DNA microarrays, wherein the method 
comprises: 

identifying an exon of a gene defined by computer software; 
selecting a predetermined gDNA sequence within the exon; 
designing a probe for said predetermined gDNA sequence; 

performing a first polymerase chain reaction (PGR) for the exon on gDNA to generate PCR- 

product; 

separating the resultant PCR-product by a size-differentiation process selected from the group 
consisting of electrophoresis and chromatography; 

selecting a predetermined band from the size-differentiated samples; 
performing a second PGR to amplify a product in the predetermined band; and 
depositing a sequence amplified by said second PGR to a substrate of an array. 

29. (new) A method for making a DNA array, comprising: 

performing a first PGR to amplify a 3'UTR, or a segment thereof, in a gDNA of a 
higher-order eukaryotic species; 

separating products of said first PGR to select a product with a predetermined 

size; 

performing a second PGR to amplify a sequence in said selected product; and 
depositing said amplified sequence to a substrate of the DNA array. 

30. (new) The method of claim 29, comprising: 

performing PGRs to amply a plurality of 3'UTRs, or segments thereof, in 
genomic DNAs of said higher-order eukaryotic species; 

separating products of said PGRs to select products with predetermined sizes; 
performing PGRs to amplify sequences in said selected products; and 
depositing said amplified sequences to the DNA array. 

31. (new) The method of claim 30, wherein each said 3'UTR is located between a stop codon 
and a polyadenylation signal of a different respective gene. 
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32. (new) The method of claim 31, wherein each said 3'UTR or segment comprises from about 
75 to about 2,000 nucleotides, and each said separating step is accomplished by electrophoresis or 
chromatography, 

33. (new) The method of claim 31, wherein said higher-order eukaryotic species is a mammal, 
and each said 3'UTR or segment has an overall homology of no more than about 40% to any other 
genomic sequence in the genome of said maromal. 

34. (new) The method of claim 29, wherein said first and second PCRs are performed using the 
same pair of primers. 
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REMARKS 

Claims 1-12 and 27 are pending, and new claims 28-34 have been added. By this amendment, 
claims 13-26 have been canceled without prejudice or disclaimer. Applicants reserve the right to pursue 
these canceled claims in a continuation or divisional application. 

Applicants have amended claim 1 to replace the terms "gDNA," "3 'UTR," and ''predetermined 
sequence" with "genomic DNA (gDNA)," "3' untranslated region (3 'UTR)," and "a PGR product in the 
predetermined band," respectively. Applicants have also deleted the term "exon" from claim 1, and 
added new claim 28 to prescribe methods for amplifying genomic sequences from "an exon of a gene 
defined by computer software." Apphcants beUeve that the above amendment to claim 1 are purely 
cosmetic and, therefore, do not introduce new matter. Applicants have further amended claim 1 to recite 
"depositing a sequence amplified by said second polymerase chain reaction to a substrate of an array." 
This amendment is supported at least by original claim 2 and paragraph 36 of the specification. 

In addition, Apphcants have amended claim 2 to delete the term "fmal," claim 3 to replace the 
phrase "final amplified sequences are" with "amplified sequence is," claims 4-5 and 27 to delete the term 
"or exon," claim 1 1 to replace the phrase "said method can generate PGR products that contain" with 
"said amplified sequence contains," and claim 12 to replace the term "is" with "has." Applicants believe 
that these amendments to claims 2-5, 11-12 and 27 are purely cosmetic and, therefore, do not introduce 
new matter. 

Moreover, Apphcants have added new claims 28-34. Claim 28 is supported at least by original 
claim 1, and claims 29-34 are supported at least by paragraphs 3 1-43 of the specification. 

Applicants respectfully submit that the amendments to the claims and the addition of new claims 
do not introduce new matter. Accordingly, entry of the amendments is respectfully requested. 

Claim Objection 

On page 2, the Office Action objects claim 3 for reciting "sequences are the sequence." 
Applicants have amended claim 3 to replace the phrase "fmal amplified sequences are" with "amplified 
sequence is." Applicants believe that this amendment overcomes the Examiner's objection. 
Reconsideration of the objection to claim 3 is, therefore, respectfully requested. 

Claim Rejection Under 35 U.S.C. §112, Second Paragraph 

On page 3, the Office Action rejects claims 1-12 and 27 under 35 U.S.C. §112, second paragraph, 
as allegedly being indefmite. In particularly, the Office Action rejects claim 1, 4-10, and 27 for reciting 
the terms "UTR" and "gDNA," and claims 2-3 and 1 1-12 for depending from claim 1 . The Office Action . 
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also rejects claim 1 for reciting the phrase "corresponding to," and claims 2-12 and 27 for depending from 
claim 1 . For the reasons set forth below, Applicants respectfully traverse the rejection. 

Applicants have amended claim 1 to recite "genomic DNA (gDNA)" and "3' untranslated region 
(3' UTR)," In addition, Applicants have deleted the phrase "corresponding to" from claim 1. Applicants 
submit that these amendments obviate the Examiner's rejection of claims 1-12 and 27, Reconsideration 
of the §1 12 rejection of these claims is, therefore, respectfiilly requested. 

Claim Rejection Under 35 U.S.C- §102(a) 

On pages 3-5, the Office Action rejects claims 1-2, 5-10, 12, and 27 imder 35 U.S.C. §102(a) as 
allegedly being anticipated by U.S. Patent No. 6,274,332 (hereinafter "Keating"). Applicants respectfully 
traverse the rejection. 

Applicants respectfully submit that Keating fails to teach or suggest each and every element of 
claim 1 . Keating describes PGR amplification of genomic sequences for the detection of mutations. 
Keating, however, neither teaches nor suggests amplifying genomic sequences from the 3'UTR regions. 
Moreover, Keating fails to teach or suggest depositing the amplified sequences to a substrate to make 
DNA arrays. Accordingly, Applicants respectfully submit that Keating fails to teach or suggest each and 
every element of claim 1 . 

Because claims 2-12 and 27 depend from claim 1, Applicants submit that Keating also fails to 
teach or suggest each and every element of these claims. Based on the above reasons. Applicants 
respectfully request reconsideration and withdrawal of the § 102(a) rejection of claims 1-12 and 27. 

In regard to new claim 28, Applicants believe that Keating fails to teach or suggest using 
computer software to determine exons in a genomic sequence. In addition, as noted above, Keating 
neither teaches nor suggests depositing amplified genomic sequences to a substrate to make DNA arrays. 
As a result. Applicants respectfully submit that Keating neither anticipates nor renders obvious claim 28. 
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CONCLUSION 



For at least the reasons set forth above, Applicants respectfully submit that this application is in 
condition for allowance. Favorable consideration and prompt allowance of the claims are earnestly 
solicited. Although Applicants believe that no fee is due, the Commissioner is hereby authorized to 
charge any payment deficiency to deposit account number 19-2380 referring to attorney docket number 
015275-060008. 

Should the Examiner believe that anything further is desired in order to place the application in 
even better condition for allowance, the Examiner is invited to contact Applicants' imdersigned 
representative at the telephone number listed below. 



Nixon Peabody LLP 
Suite 900 

401 9"** Street, N.W. 
Washington, D.C. 20004-2128 
Tel: (202)585-8000 
Fax: (202) 585-8080 



Respectfully submitted. 



Date: March 9 2005 




Raymond Van Dyke 
Reg. No. 34,746 
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